Background: Kinases and phosphatases have an important role in the susceptibility and clinical variability of cardiac diseases. We have recently reported an association between a phosphoprotein phosphatase controlled by Acid Phosphatase locus 1 (ACP1), and Coronary artery disease (CAD) suggesting an effect on the susceptibility to this disease. In the present note we have investigated a possible role of ACP1 in the variability of clinical parameters of cardiac function.
Introduction
An important role of kinases in cardiac function is well established [1] [2] [3] [4] [5] [6] [7] [8] . Less investigated is the role of phosphatases that contribute to modulate the effect of kinases. Genetic variability of kinases and phosphatases could have an important role in the susceptibility and clinical variability of cardiac diseases. We have recently reported an association between Coronary Artery Disease (CAD) and Acid Phosphatase locus 1 (ACP1) suggesting a role of ACP1 in the susceptibility to CAD [9] .
In the present note we have investigated a possible role of ACP1 in the variability of clinical parameters of cardiac function in subjects with CAD.
The genetic polymorphism of ACP1
ACP1 controls the synthesis of cytosolic low molecular weight protein tyrosine phosphatase (cLMWPTP) a polymorphic enzyme showing strong quantitative variations of total enzymatic activity among genotypes. In Caucasian population there are 6 genotypes attributed to the presence of 3 codominant alleles, ACP1 *A, ACP1 *B and ACP1 *C, at an autosomal locus [10] .
The enzyme is composed of two isoforms, F and S that have different molecular and catalytic properties [11, 12] and different concentrations among ACP 1 genotypes (Table 1) .
The total enzymatic activity measured with p-nitrophenylphosphate as a substrate is in the order *A/*A < *A/*B < (*B/*B, *A/*C) < *B/*C < *C/*C [10] .
Two separate functions have been attributed to cLMW-PTP: phosphoprotein tyrosine phosphatase and flavin mononucleotide phosphatase [12] .
The cLMWPTP dephosphorylates a negative phosphorylation site in the ZAP-70 tyrosine kinase in T cells [13] .
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The enzyme is involved in the negative modulation of insulin signal transduction [14] . Stefani et al [15] have studied the dephosphorylation of tyrosine phosphorylated synthetic peptides by rat liver phosphotyrosine protein phosphatase isoenzymes named A and B (which correspond to the human ACP1 F and S isoforms) and have found differences in the main kinetic parameters of A and B isoenzymes for insulin receptor and B3P phosphorylated peptides.
PDGF regulates cell growth and division and plays a significant role in angiogenesis and in the growth of blood vessels [16] . Recent studies suggest that PDGF exerts a protective role on contractile function of cardiomyocytes and protects cardiomyocytes from apoptotic cell death [17] . cLMWPTP is able to dephosphorylate platelet-derived growth factor (PDGF) receptors decreasing its activity as growth factor and as protective factor of cardiomyocyte.
Material and Methods
We studied 345 subjects admitted to Valmontone Hospital for cardiovascular diseases: 202 with CAD and 143 without CAD ( 
4).
Patients from Valmontone Hospital have been considered in a previous study on the effect of ACP1 on susceptibility to CAD [9] .
Informed written consent was obtained from each patient. The study protocol conforms to the Ethical Guidelines of the 1975 declaration of Helsinki and the investigation was approved by the Ethical Committee of the Hospital.
LV volumes and Left Ventricular Ejection Fraction (LVEF) were calculated using the modified Simpson's rule, by tracing the endocardial border in 2-chamber view and 4-chamber view. End diastole was defined as the frame in the cardiac cycle in which the cardiac dimension is largest and end systole was best defined as the time in the cardiac cycle in which the cardiac dimension is smallest [18] . All determinations were carried out by the same person.
The severity of heart failure was evaluated according to New York Heart Association (NYHA) Classification [19] .
The ACP1 polymorphism was studied using the restriction fragment length polymorphism polymerase chain reaction method as previously described [9] .
F and S isoforms concentrations were assigned to each genotype according to the data in Table 1 .
Correlation analysis has been performed by Pearson method, differences between means have been evaluated by Student t. Tests of independence have been performed by Pearson Chi square statistics. The strength of association has been evaluated by eta (η) statistic. The square (η 2 ) of eta gives the proportion of variance of one variable explained by the other variable. Factor analysis was performed by principal component method. All analyses were carried out using SPSS programs [20] . Tables 2, 3 and 4 show clinical data of the study samples. Table 5 shows the correlation between ACP1 parameters and LVEF in patients with cardiovascular diseases. In diabetic patients with CAD there is a highly significant negative correlation between S isoform and LVEF. The correlation with F isoform is positive but not statistically significant resulting in a statistically significant positive correlation between LVEF and F/S ratio. Table 6 shows the correlation between ACP1 parameters and cNHYA class in patients with cardiovascular diseases. In diabetic patients with CAD there is a highly significant positive correlation between S isoform and cNYHA class. The correlation with F isoform is negative resulting in a highly Tables 5 and 6 indicate a negative effect of S isoform on cardiac function in diabetic subjects with CAD. In Table 7 we have carried out an anlysis considering two classes of ACP1 genotypes: those with high S isoform (genotypes *C/*C, *A/*C and *B/*C) vs those with low S isoform concentration (genotypes *A/*A, *A/*B and *B/*B). The data show in CAD diabetics a highly significant difference of both LVEF and cNYHA between the two classes of ACP 1 genotypes.
Results
We have also examined the proportion of patients with a very low LVEF (≤ 40%) and the proportion of patients with a cNYHA class ≥ 2 in subjects carrying the genotypes with low and respectively with high S isoform activity. Among CAD diabetics the proportion of those with LVEF ≤ 40% is much higher in patients carrying ACP1 genotypes with high isoform concentration than in patients carrying ACP1 genotypes with low S isoform concentration (P = 0.02). This difference is not observed in non diabetic subjects. Among CAD diabetics the proportion of those with a cNYHA class ≥ 2 is much higher in ACP 1 genotypes with high S isoform concentration than in ACP1 genotypes with low S isoform concentration (P = 0.001). Such difference is not observed in non diabetics (data not shown).
We have considered the effect of sex, history of previous infarction and age on the relationship of low LVEF and cNYHA class with ACP1 genotypes in CAD diabetics. No significant effect of gender has been observed. The association of cNYHA class and low LVEF with ACP 1 genotypes is more marked in subjects with previous history of infarction. A highly significant effect of age is observed on the relationship between ACP1 genotype and both cNYHA class (η 2 = 0.035 in subjects aging less than 65 yrs vs η 2 = 0.533 in subjects aging more than 65 yrs) and low LVEF (η 2 = 0.005 in subjects aging less than 65 yrs and η 2 = 0.130 in subjects aging more than 65 yrs).
A principal component analysis has been performed considering LVEF, cNYHA, S isoform, sex, history of previous infarction and age. Two components resulted statistically significant: the first component shows in diabetic patients but not in non diabetic patients a clear association of S isoform with LVEF and cNYHA. This relationship is influenced by age in agreement with the results obtained by the above mentioned analysis (data not shown). New York Heart Association (NYHA) Classification: Class I: patients with no limitation of activities; they suffer no symptoms from ordinary activities. Class II: patients with slight, mild limitation of activity; they are comfortable with rest or with mild exertion. Class III: patients with marked limitation of activity; they are comfortable only at rest. Class IV: patients who should be at complete rest, confined to bed or chair; any physical activity brings on discomfort and symptoms occur at rest. In a sample of 53 patients we have considered the possible effect of ACP 1 genotypes with high S isoform activity on the behaviour of LVEF after surgical intervention. Figure  1 shows that in subjects with high S isoform activity there is a significant decrease of LVEF while in other genotypes this decrease is minimal.
All

Discussion
Our data suggest that high S isoform activity has negative effect on LVEF and cNYHA in diabetic subjects with coronary artery disease. The observation on the sample of patients undergoing cardiac surgery is in line with the negative associa- tion of high S isoform activity with LVEF. The effects of ACP1 on LVEF seem to be specific for CAD since it is not present in patient admitted to the Hospital for other cardiac pathologies.
CAD
Although the exact biochemical mechanisms underlying cardiac function are not completely clear, the role of kinases and phosphatases are probably of prominent importance [8] .
Influencing the phosphorylation status of insulin receptor and band 3 protein of cytoskeleton (B3P) ACP1 contributes to the regulation of glucose metabolism. Indeed low ACP1 activity is associated with increased glucose tolerance [21, 22] . On the other hand though the regulation of phosphorylation status of ZAP70 kinase shows influences on immunological functions [13] . Immunological mechanisms have been proposed for pathogenesis of atherosclerosis [23] [24] [25] .
High S isoform activity may have negative effects on cardiac glucose metabolism resulting in negative effect on cardiac function. The marked negative association between S isoform activity and LVEF observed in diabetic subjects is in line with this interpretation.
Platelet Derived Growth Factor regulates cell growth and division and plays a significant role in angiogenesis and in the growth of blood vessels [16] . ACP1 is able to dephosphorylate PDGF receptors decreasing their activity as growth factor [26] . ACP1 genotypes with high S isoform activity may decrease PDGF activity with negative effect on contractile function of cardiomyocyte and on the protection from apoptotic cell death [17] .
